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Figure 1 

>seql [SEQ ID NO: 1] 

ATGGTTGGGGACTGCCTCTCCCCAGTCGGATGGTCCACCTCTGCGTACACCCCACCTGATCCGGATGAGGCCAGATACA 
CCTGTAAGGCTCCTGACCMTTCAAAAAGACACGCACCTGTTTGCGATCCCCAAAGCCTTGCCTGTCGATAAGTGCAGA 
GGAACTCTTAATGTGA 
>seq2 [SEQ ID NO: 2] 

ATGGCCTGCACCCTGGTGGTAGAGGCCCCCTTGTCAAAAACTCCCGACTTGACTGGTGACTTCAATAGCTCCTTGTCCT 

GGTCTTGCCTCGACAATAACCCGGTTTTGGGATTAGTGCAGCTCAAGGTGGCCTCCTCCTCTAGCTATAAGTCGGAGGA 

ACTTGATCTGGAGCTTCCCAAGCGAGCCAAGATTCTGGATTCGATCAGTGGCACTTGGAAACTCCATCTTCGCAAGGAG 

TTCCGCCTCATTGTGTGTATGTCGCATGCCTGGAACCGGCGGCATGCAGCTGATTTGAACCGGTGCAAATGGAAGGGCA 

AGAGGGCAGGCTGGAGAGGGGCCCCCGTGCTTTTTGCTCCCATGCAGGTGACGCGCAAGTGTGCACCAGACCCCACAGA 

GCAGTCAGGCCTCTTCGATAACTCTTTCCTGGATCACTACCAGAGTCTGGCCTGCATTTACCTAGGCTCCCTTGCCCGA 

AAGGGCTCTTCTCTGACCAAGGATGGAAAGGTGGATTTTCAGGGCCCTTGCCTTCGTGGTGGCCAGAATTATTCGAACT 

TTTCTCAGAGCTCAGCGTGTTGGAAACCGCTGGACGACCAGGAACAGATCGCCCGTCCCCTCAGTGTCTCGTTGTACTA 

TGCAGCCTTAGTGGGCTGA 

>seq3 [SEQ ID NO: 3] 

ATGCCAAAGTTGTTAAACCTGATTCGGGCAGTCGGCTG 

ACCGGGAGGAAATCTCCTGTTTGTTCCGGCGAAACCTCCTCCAGGGAATGCTTCTGGGAGACAGAGCAGATGACAATAC 

CAGTGACCACACGATAGTCTGCTACACCTTCATGATCCCCTCCCACGCCAGGATGCCTGGAAGTAGGTAG 

>seq4 [SEQ ID NO: 4] 

ATGGAAGCAGAGCTCTGTTCACGAGGCGTCAACAGACGTGACAATACTAAACTTCCACTTTCGTCTTTGCCTTCAGCTT 
CTCCTCATGATTCCAAGAGATGTCCGCGCTCTAAGATCGCTCACGTCTGGGACACCAGGGCCGACGGTGAGATCGATTC 
GCGAATCTTGTACTGA 
>seq5 [SEQ ID NO: 5] 

ATGAACTCTCTGTCTGAATACGAGACCTTAAGGCGGACCATGCTGCAGAGCTCTAACAAGTGTAACTCTCTGTGCCAAA 

TTGTACAAACTTGGGTTGAGGGTGGCAAGGCCAAGGCCAATATGAATGGCTACCAGAAGCATTTGGTTCCACTTCGCGT 

TCAAATGTGGGAGATGGCAATGCGACTTAATGGAACCCAGCCAAATGAATTCCACCCGGCAGTCCAGCAGTGCATCCTG 

GCTCCTTACCTAAAGACTTTCCTCAGTATGCGTCCTGATTCGCAAACTTACCCGGCCAAGCTGAGCTGA 

>seq6 [SEQ ID NO: 6] 

ATGCCTCGAGGGCGTACTCTGGTATCTCGTCAAGCATGGCGAACAGTGACCGGTAAGGCGGGATGCTCTGGGCGGTATC 
CAAGAGAGAGCGGGACCTTGAGTCTATCGCATTTTTCCCTGGGGATTATGTCTAAGCGGAGCCAGGAGGAGCTCTGA 
>seq7 [SEQ ID NO: 7] 

ATGATGCAGCCTTGCTCCAAACAAGAAAGAATATGCGGACCTCCTGACTCCAGCATCGAGTCCGCGTACCGCTCAGCCT 

CTCTCACTTCTAGCCCTGCCACGCTTGCTCCGGCCTTCTCTGCCTGCCCCTGCTAA 

>seq8 [SEQ ID NO: 8] 

ATGAGGCGAGCCCTGGTAGTGTGCCCCTTGGCGGGACCCTGGAAGAACCAGCGGTCCATTGCCCTGGTGAAAGATCTTC 

CCATGAACGCCAGCGTTGCCTCATACTTTATAGAAAGGGGGAGCATCAGCTGGCATTTCTCATGA 

>seq9 [SEQ ID NO: 9] 

ATGGGGTGGGTCAAGGCCCTGCAGAGTGAAAGCGGCTGGTGGTTTGTATTTTCTCAGGGTCGAGTGAGCCTGAAACCCG 
AGCCGGGCCTAGCGCTGGTTGTACACCAGGGCTTTGACCAAACAGTCACAGAATGTCTAAGCTTCACAGGAAAGCCCAT 
GTATTAG 

>seql0 [SEQ ID NO: 10] 

ATGATGAGCTTCGAACATTCCGACTTCTCCAATGTCGAGGACCGCAAGCTCTTAACGGAAGCGATGTCCACAGGCTTCG 
AAGTAATCGAGTCGCCGTGCAAGATCTGCATGCCAAGCTTTGGAGGTAAAACAACTGCGGATGGCAAACTCACTTCCGT 
GACTCAGGGCATGAAACACTGGTCTCTCAC(^GAGCTAGTCCCCC^ 

ACGGTGCAAGGGGAGATTGAAGCGGGACAGCCCCCACATGAAATCTCCTCCGACTGGTACCCCATGTTCAAGATGGAAA 
CAGACAGCCCGATTAAGAATGTTCCCCAGGCACACATGGGGGAGTTCGGGCACTGCGACAATCTCCC<^^TGGCAACA^ 
AGTGAGCAACCCGGAGCCTAGGGAGAATGGGAATGTGGCGCCGGGAGTGGGCTTAGACGGACAGGAAGAAATGGGCTGG 
CTTTGGCCGGTTCGTCCTTCTTGTATGAACTATTTCTTTAAAGCATCCACTCTCTCCTTTTGGATGGGCTTTCTTGAGC 
GCCGCTAG 

>seqll [SEQ ID NO: 11] 

ATGGGAAAATCTCGCTTTGAGTATGCAGTGACGCCCCTTCAAGCCCAAGCCCGCAGTTTGGGCAGATCCCTGAATAAAA 
GCCCGGTGTTCTTGTTTTACTCTGAGACTACATCCCTGCCAGCCAAGGATCTCCCGTGTGAGTCAGGACTTGCTGTGAG 
AGACCTGAGCAACAGGACACAGAACAGTCTAGCTATC 

AATTATTCCATCTATTTGGGGCAACCCTTGCAAGAAGGTCTGTCCCCCGTGCAGGAGAACTTTTCTCAATGGGAACTCC 
CACTCGTGGCTTACATGAGCTTTTTCTGTCCCTTCCGTGCGGGCGACCGGGGTTCGATCCATAATCATCTCTCCACGGT 
CAGAGCGAAGATTGACTACTGTGGTCAGCGGTGCAGTGCCTC^GATCCAAGGAGGGGCCCTC^GGACTATTCTCAAATG 
CTCTGA 

>seql2 [SEQ ID NO: 12] 
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ATGCGGGAAGAGTCC^GACTATCTCGATC^TGGTGTGAAATGGCTCATTGATTTGCCAGCTGAAAAAATCTTC^CGA 
GGAACTATGGTGTTGCCGACTGCAGGAGAAGCTTCTACATCCTGGGCCTGTTTGGTTGCCACCTGGTGACTGGAGGGTA 
CCGAACATTCATGATCTACATCGGGTCCATTTCTTCTTTCATCATGTATGTGGGGGTCCGGATCATTCGTTGA 
>seql3 [SEQ ID NO: 13] 

ATGGTGCCCCAAGTGTGCGAGCAGTGGAGCCTGTGTTGGTCCTCGGGCGGGTTCCCAAATCCTGCAGGCTCTTATTTAG 
AGCCGTGGTCAAGCGACTTGTCCAGGGAGCTTCAGTGCCCCGGCTACAGCGGCTTCTTAAGTGGCCCCACGGATTTTCT 
CTCTATGGGAGTGTC^TGTCACCTAGCACAGGAATGAT^ 

CACAGGTTGAAAGATTTCTGGGACTCCACCAGCAGGTTTAAGCAGCTGGGCGAATCTGAGGCCCCTCAGC7VGATTCGCA 
AGAAAAAATCATCGTTTAGTTTCTGGGGCTCATCGGAGAACTCTGCGCCCGCAACCGAAAATACCAGCAAGAAGTCCCA 
GGATTCCTTCTTTGATGCCATCCTCAAGTGA 
>seql4 [SEQ ID NO: 14] 

ATGGGTGTGTCGATGGCCAGCTTCATGCTCTCTTCTGGCCTCCTGGATGCAGAGGGAGAAAGCTTCATGTCTTGGCATC 
TCAGCAGCCCTGGAACAGCCGTGGACCGAACGGCCCAAATGTTTATTCACTTCAGAATGATGGGGTCAATCTTCAGTGT 
TACCCTGACGCTTGAAGTCATGCGGTCTCTGTGA 
>seql5 [SEQ ID NO: 15] 

ATGACAATGGAAACAGGGAGGCACCCGGTCATGAAGGACCAAGCCCTTGACGAATGCGAACGGTCGATGTGGCCGGTCC 

CTTCTTGGGCCTGGGAGAGTTCTTGTTCTCATCGTGTCGATGAGGGAGATGTATCGGTACTGCTGGAACAGTTTCGGCA 

CCAGACTGAAC^GCTCCCGCCC^TGAGCTACTTTTTGGACAAGCCAAAGCTGTCTTCGTTCCAGGAAGAGCCACGGCTG 

TGGGTGACTTTATGCCAGGAGACATTGCCATTTCCCCTGGGTAATTCTGGGTATGATGAGCAGGAAGAGGAGGGCCTGT 

GTCTGGTCTGTCCGTTGCCCAGACTTCAGACATGA 

>seql6 [SEQ ID NO: 16] 

ATGGGTAAAATCAATCACACCACATCGACACCTACCTTGAGCACTTTAAAAATCCCCACATTTGAGGCCTTACGCCCGC 
TACTATGCCCTAGACTGGATCCCCCCACCTCGTCTGTCCGCCTGGCATTTGAAGGCCAGTCTCAGAAATTGTAG 
>seql7 [SEQ ID NO: 17] 

ATGGTTCGCAAGGTTGCTCACAATGTTCTGTATGAGACCATGGGTCAGAAAGCTGACTCAAAGTGGGGAACCAGAAAGA 
AGCAGCCACAAGGGACCCGCCTGAGCAAACCTTGCACCACGGTGGTGGAGTGGCTGTCTGCCTTCATGTACCGATCCCG 
CAAGAAACTGACGAGCCGCTTCTATCTGAAACCTAACATGTCTTCCGGTTCTATCCGCTACGGAGAGCGGCAACCACTC 
TTTTTGGACAGCCTGCTTTGGTCCGACAGTGGAAAGGGAGCCTTTGCCTCCTGCAAATGCTCTTATGCTAAATCATTTT 
TTGACTGA 

>seql8 [SEQ ID NO: 18] 

ATGAGCAACTACCTCCACATTCGTTCCCCGGAGTCGGTCCATAACACCTTTCCTTTGTGGGTCCATATTGCTCAAGCAA 

AGTTCGGTCACCTACAAGCCTTGTTAAAGCGCGAGAGTGGGTTTGAAGCCAACACCGCGAATGCTGGGCCGCTAGGCCC 

CCGCATCAGCGATGACACTCGCAATATCCTTTTGACTGGATTGTTCCTCTCCCTGACCAAGAAGTGTGGATGTGTCCAG 

TTACAGTGTGGCCGACAGAGTAGCCTCGATGCCAAAATGCCATGTGACCAGCACTATAGAAAGGTGCAGTCTGCCCTCA 

GCCAGGGTCTGCAGATGGGTGGTGCGTGGGTGAAGCAGAAAGCAAGCCAGGAGATTC 

CCTTCAAGAGCAGGCCTTGGATGGATCATCCAACTTCGCCACTCTGTCCGTTTAA 

>seql9 [SEQ ID NO: 19] 

ATGCGGAGAATTAAGTTTGAGTTCAAGAAAATACCTTCTGTTCGTTTGTACCGGTTCTTCTTCGGTTCTTGGGCTAAGA 
TTTCTACCCTGGCATTTGTGGAGGACACCTATACCTATGCCTTCTGGATGGAAGGAGCAGGCTTCACTCTTGTCTCAGC 
TGACTGCATTACTTCCCGGACCTTTAGGAGTCCACTTGCCAAGGACCCGCTGGCTTGGCGGCTCCTGGATCTTGTGCGG 
GCAAAAACTCAAGAAGCGCGGACGAACTCAGCTTTGTCCTTGAAGTGCTCCCTGCCTGATTTTGGTCCACTCGGGGAGA 
TCAACAGAGCCCAGGCCTCTGAAGGCCAGCAGACCTTTGGCTCCTTTGAGAAGCCGTCAGAGCATGTCCTAACAGCAAA 
GAATCAGCTCCAGGTGATCATAAGTTATCCCTTCTGCTATCTGCTCATCATACCGGAACGTCCATTCGACAGTAGCAAT 
ATGTCCTTGTTCAGTAAGCCAAGGGTGCCGGCCTTGGAAGTGATTGGAGTACGCCTCAAGACCCAGATGCTAGTCACGC 
CTTTCAGTGAGTTCCAGCTATATTCCCGTGCATTTCTCAGAGAATCAGATTTGTCTGAGAGCTCCCTCTGGGTGACGAT 
CTCTTTTGACACGGCGAATCTGTCTTATGTCCAAGCGGCTGAGGAAGAGTGTTCATTGAGAAGTTCCCTGGCTTACACG 
TGGTCTTGA 

>seq20 [SEQ ID NO: 20] 

ATGGGGATGATGCTCAACTTTTGTCTGAGAATCTACTCCAGCAGAAAGGGAGACGCCATCATGTCTGGCCCTTCTGGGT 

CTTTCCTTAGAAAAAAGAGTGTGCCCTACCAAACCTGGCGAGCGGAGCAGTCTCGTAAGGTAAGCGTGTGCTCCTCGCA 

GTTTTACTCCCAGACCATCTTGCGTTGGCGGCCCCAGGATGCCGAAACAGAGAGACAGAGGAGAAGCGGCTTCAAGCTG 

GCCATGATGGCAGCGGGCAAGTGCCAGCCTGTGAACGACCCCACCTCTTGCTCTTATGAAGCTTACCTAAGGCCCATCT 

GGAATGGTATGAGCTTTCTTGATTGGCTGATCTTTGTCCCCATGAACCTTGGTGGACACAGACACAGCACCTCCCTGAG 

CGCGAACAAGGTCACGTCCATTTACAAGGAATATGCAGGCTATTCCACCTGCTCGTCTACCAGAGGCTGA 

>seq21 [SEQ ID NO: 21] 

ATGCAGTACTGCGCAGCTGCCGCTTCCAAGCTGTTCCCAGCCTTGCCGTTAAGGGCCCAAACCCTCAGACACTACCTAA 
ATGTGGCCCTACACAAGTCTGCCCTCCTGGGAGATCTGGCCTGGCGGCGGAACTCGGCAGGGGGCCAGGGCTTTATGAC 
TCTAGGGCCAAAAGAGATTCTGCCAGCTCAGGTGGCCCCAGGTGGAGAGTTTGGATGA 
>seq22 [SEQ ID NO: 22] 

ATGTATGCCTGTGCTGCTCTCAGTTCATTCCTTGCCTTCCCAAAGTACGGACTGACTGCCAAGAGATACCCAACCCTGA 
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GAACCTATTGCCTCTGCTTATTGTGGAAGTGTGAGAAGCATATTTTGTGGCAGGGGATCAATCTAACGATGCGACAGGT 

GAGTGCCT^TGGGACGCCCATGGTGAACTGGGGGGTGCTGAAGCCCACCACTCACCAGATTCTCAATGGTGACACAGAC 

TGTCTGTGCCGCCCGAGGTCATTTGGTTTGAAGGCCAATCAGGCCCGCCGACCGAAGAAGTACCAAGGCTGCCTCTCAC 

GGAGGTGCTCTGCTGACTTCCTCTGTTCCCATGGGGCTGTTGTAAGAGATCAGTGCTCGATGATTCAAGTGTCTTTGAG 

CACCCGGCTGCCGTTCTCTAATCCATGGATTCAGGTCGCTGTCATGAAGTTCTTTTGTTACAGAACCAAGGCCTGCGCA 

TGTAATGGGGGGGGTAAAAAAGCCCTATCTGTGAGTTGGC^AAATTCCAGAACTTGTACGTGACACGGAAAGCAAT 

TAGTTTTCAGCATAGCTAACAAGGGTTCCCTGACTAAGATAAACATCCAGCGGAAGAAGCTCAGTAACAGGGACTCAGT 

GACAGAGTGCGTCTTCGGACTAACCTATAGGAGCTTTCTAGGTAAACGCCATGTATTCGAAGGAGCCTCACTCTTGACG 

AACGGACCGAACCCAGGGAGGAGCAAGTGGCCCTGTGAAACAAT7UVGCGATCAGTATTACTGTTTCAACAGGAAGTTGT 

CTGAGAGCGGCATGTGCTTCATGTTGTGTAGTACCTGCAGAGGGTACCTGCCGCCGGACTACCTGTTTGCAGCTCTGCT 

CAAGACAGTCAGCCGGCACATCGTTAAAGTCCGCCAGGTGTTGCTTTTTTTAGAACTTTACCCTGGCTCGAAGGCTAGA 

TCAAGCGATGAAATTCCCCACGAGCACAATAAGACGCCTGAGCTGGAGGAACTTCCGCCTATCAACAGCTGTACCCAGA 

TTGCCATGCTCCTTTGCAGCCGCTCCTCAGTGAAAACCAAGGACAGTACGACGGCACCTGTTCTGTGTTCTTTTTTCCT 

TAGACTGTTTGCTGAGGAAATCCGGCTGCGCTCTTTTGAACGGGAGTACCGCAAAGATTCTTACAAGTACCTGCGGGTG 

TGA 

>seq23 [SEQ ID NO: 23] 

ATGGATCTCGATCTGCGGTTCATTCTGTTATGGAAACAGGAGGAGCTGGGGCTGTGTCGGTACCTGAAAATGAGAAAAT 

TTAGTCTGCAGTATGGGAAGACAAAAAAATGTTCCTCACCGGCCTGA 

>seq24 [SEQ ID NO: 24] 

ATGGGCAGTCGCGCCCCATCGTCTGGTGATGAAACTCAAATCCACGAACTCTCACTCACCCCCCGGGATCCCACCTTAA 
AGGAGGGGACCAAGAAGGGCCAGCTAAGGGCATCCCCGTACTTCCTTCGTGCAATGCCGTCCTTCCTTTCAGTCAACAC 
ACCCCACCAGCAGTTCTACCACCGTCAGCGGGCCAGCTTTCAGGACTACGCGGGAGATATGGCCTACATCGAACTTTTC 
AGTCAGATCAGTCCTACTGCGCAAAGAGCACTACAGATGCCAATCAACCCTGCGAACGCGGGCGCGGTATCCATGGGGA 
AATCTTTCCCCTTCTCCATGCTTTTGCCTCGCAACTCCGTGTTACCCCCAACCAAGCGCCCGTTCCAAAGACTTTCCAT 
TCCGCAATCTCTGACCAGCAAGGGCCACTACCTGAGCCTGTATCTGCTGGAAGGAGA7UVTCTTAGCAGGAACCATCTCC 
ACCGTAGCGGTGGTGACGAAATGGACATCTCAGTTCTACATGTGTGTGCTGGCTGTCCTTTACGGTCAACACGCACCTT 
CCTTCAGTCAGAGGGCTGTTGAGGTTGACCGGAAGTCCCAATCCAAGGCCCCAAAGGTTCAGGAAATGTGGCGAGACGG 
GATTAAATTCACGTCTGGTAAACTCCTCTCCTGTTGTGAGGGGCACCGCATCGCCTTTGACTGGTCCTTCCCAACCAGG 
TTCATACAGATTGGACGTCCGGGGGAGTACATTGCAGAATGCTTCCAGCGGTCCCGGAGAAAGGCTAACTTCCTGAACG 
TTGACATAAACAGCTGTCTGCGCAAGAGCATTGAAACTTTTTTTGGGAGAAACTATATGCACCCGCCGCGCGACCCGCT 
CTTTTTCAGGGTGAGTATCCCTTGCTGCTATTGGGCACTAGAGGGACCCTTCTGTGAATACCCCAAATTCCTTCACGCT 
TAA 

>seq25 [SEQ ID NO: 25] 

ATGGAACCAATCGCGCTTAACATCAACTACCAGCGGATGCTGCTATCGGGGCATAGCTCAAACCAGATGATTCATATTG 

TGAACAAAATTGATCTTGCGAGGACCCCCTCTTCTGTAACCAGATCCCGGCTCAATGACTGTAGAGGCCCTTTATGCAG 

AAAGGACCAAAAGGCTGAGCGCGACAGCCAGCTTGGCAAGCGGGTGCACTATGCATTGATCCTTCGGTTCAATCGGCCA 

AATGCGCCTGACAGCCAGGACTATTCGCTAACTTGA 

>seq26 [SEQ ID NO: 26] 

ATGCGGAAGTCGCTTTCGCGCAAACTGCGGATGGCCTGCTCCAAGGGCCTCTCCGGGGTTCCTGTCTCCTCTTGTCACA 
TGCACTACTTCGACGGGTCCCTGGTGGTGCGGCTGACCTGTAAGAGGAGACATGGCTTGTGCAAAGAACAGCAGGGTAT 
CGCGGGCACCATCAGACAGAACGGCACCATCCTAAGTTAG 
>seq2 7 [SEQ ID NO: 27] 

ATGTATTATCCAGATATTACGTATCCCAAGCCCAGCAGAATTATTGAGAACTTAGATGAAATTGTTTCTCAGTCAGGAT 
CGATTGAAAATCACTCCCGACCGATGATTGGTCTGCGTGTCAACTCTAAGTGGATGCCACTTGGAGGGGGCCCCTACAA 
GATGATGCGAAGCAGTAGAAAAAAGGTGAGTCAGTGCCTTCTGAATGACATGTAA 
>seq28 [SEQ ID NO: 28] 

ATGGGTGATGTGGTCATGACGGAGGAAAGCTGCAGCGCCTTGGTGTTTGAAACATCTGCAATGTCTGGGTTTTACAAGA 

CATGGACACCCCGGTTCTACGGAGTGCAGGGGCATCGTGTCTCGGACCTCGCTGCTGTTCAACAGCCGGCGCGCGGTGA 

GTTTCGAAGGCACCCTTCACCCTCTCAACGACTGTGGGCACTCCTGGGTGCATGGTGGCGTGGATCTGGCATCCTGGAC 

TCCGGGGCCCTGCGTGAAATGGAGCTGGGCATCCAGGGTACCATACGATTCTGGCTACCTACTGCGCGCTCGCGGAGTT 

GCTTGCTCTGCCGATGCCTGGGGGCTGAGATCCAGGCTCTCAAGGGCAACAACCAGAACTCATTCTATCGTCAGCTCTT 

CCGCCAAGCTTCGTACCGTTATCTGAGATGTAGTTTGGCGTACCCATCGATGGGTGACTTCTTGCCATTGCAGCGCGGC 

AAGTGGGTTCTCCTGGGCAGAGGGAAGCCTCCAGGGCAAGCTCGAGCTCTGAAGCGCACAGGGGATGGCAAGGGGCAGG 

CTCGATTAAGAACAAGTCAACTTGTTCATTCCCTGGGAGAGTATGTGCAGGTTTTCCCTTTCTATCCAGAGGACCTAAT 

GCTGAGTAAAGACCAGGAAGACAGCCAACAGAGAGTGAACTAG 

>seq29 [SEQ ID NO: 29] 

ATGTCAAGTGAAACTTCACCCCGCCTGATCCCTAAGTCCTGGAGTAGAGGGCGCAGCGAAATTTCAATCCCTTCCATCA 
TTGCCCTGGGTGAGCTGCTTGCCCGTTGGAGGCTAGTTTCTCTCTCCATTGGCAAACGTCTTATGCATCCTCTGCGCCA 
GACATACATGCGAATTTTTCCACGAACCTTTATTGTCAGTAAGATCCCTGATGGCATGGAGATCATGCTAAGCAAGTGG 
TATGTGGCTAATGGAACTCCCGAGCCCAAGAGGTTCTGCCTGACAACCAGTCAATGGCTGAGCCTTTACATGATTTCCC 
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CATGCACATCATACTGCAGACTCCGCGC^ 

GGCTGCCAAGGAGATCACTGCATCTCGGATGTATGCGGAGATCCTCTTGTCCGAGTTAATGCCGGTGGAGACTTATATC 
TGTTACTTCCCGAACCTCGAAGCCAGATGTCCACGAAAATCCCCGTTTTCGCGTGATGAATGGAGCATGATi\AGCGTAC 
CTTTGATCAACAGTGTGTTCCGCTTGCGCTTCTCCTGGCTTGCCTCTGGGCCTTGA 
>seq3 0 [SEQ ID NO: 3 0] 

ATGTTCACATTGACCAGAGTTGGGTGGCCTCGGTCCCATT 

TATGGGCAGCCGGTGCCCTGCGGCCCAAGGAACCTCTTCTGTTTCGGTTGGAAAAAGGCCGGGGTGTGGCCGAGCTGCG 
GAGAAGGCTGAGATTTTTACAGTGTGAAGCTATGTATTCGAAATTTCTGGGGATCCCTGAAATGATGGAAAACTCCAAG 
GCCGTGATCGTCAATTTTTGCACCAAAATCGGACGCAGGGAATGGGAGTC^ 

ATTTCATGACACCGCCCAGTGAAAGCACGCTAAGCAGCTCAGCCACTTTGAGGATGAGCCTCCTGTACTTCGCTTCTGC 
ACCGACTAACAAGACAAAAATTAAGGGTGTGAATTTCTACT 

TTGAGACATGTGAACCGCGAGTGCTTCACCAACCTGGGATACCTTCTGGCTTATATGAATTGCAGCATGGACATCCTTA 
AGGGCAAGATTTCTGACGTGATGGGACCGCGTGCCTCAGAAGTCAACTCAACAGACAGTACTATGTGGGTCCTGTCAAC 
AGGAGCCACCCCCACCGTGGTTCTCATGGAAACAACATGTGCCCCCCTGTCTTGGAGCTACCTGCCTGCTCTGTATGAT 
GCACCGCGCTTCACATCCGAAACCTACATCTCCCTTGCTGAAGCCTGTTATCGAAGCCAGGCCTTTCAGCAAATGTT^A 
>seq31 [SEQ ID NO: 31] 

ATGTACCTCATGGCACTGAATATAGAGCCTGAAGATCTGGCGGGATTCAGCAAACTCACTATGGACCTGTATTTTGATG 

AATATGCAGATTCCATGTTGGACAAGAGTCCCGGCCTGATCGAATTTCTGACCGTTGGGACTCCGAAGTGTCTTCTGGG 

GCCTCGGCTGAGTGGTAGCGATGCCCATCGGGCCAGTATCGCTCGGGACTATCGCCCCATGATCCAACAGGTGGGTCTG 

GGTGTCAACTTGGTCACATAG 

>seq32 [SEQ ID NO: 32] 

ATGATTTCCCACACAATCTCCGAGATCCTCACCGAAGTTCAGCGGCAGTTCTTCTTTCTGGCCTGCAGGGGCTTCTTCT 

ATCCGCCTCTCATGGGTGGCCGTGAAGCTTCTGAAACTCAGGGAATGGAATACGGCAAGGGGTGGAACACCCATGTCCA 

GTGTCGTAAGTGCAATGATTGTGTGTGTCTGTTGGGGGAGGTTTATGAGAAAGGCATAAGATACAGTTGCAGTGTGAGT 

TACAGATCCCTGGCCTACCTGCAATGA 

>seq3 3 [SEQ ID NO : 33] 

ATGGAACCTATGTCTGCATTACCACTCGAGAGCGCATTGAATGACAAAAAGTTCAGTACCAAGACGGGGTTGCCAAGCG 
GACTTAAATTTGGAGAGGTTGCTCCAGCCCGAGCCCCCAATGGCTTGTCTAGGAAAGCTTCCACCAGGTTCCAACAGAC 
GGACGTTCGTGGCAACCAGCAGCATGGTCTTATCATGATGCAGATTTGTTGA 
>seq34 [SEQ ID NO: 34] 

ATGC^CGGCATCCACTACTCGCTCCCC^CCCAGACTGCTGAa^GCCTTAGGTGTGGGCATTTCCTCCCAAGGCCAGA 

TTCCTCAGGCAAATGCTGGCAACCTCCCCTTCGCCGATGAGCCGGGATGGCAGATGCTCAGGATGGGTGGTGGAGAAGA 

CCAGTCCCGGTTCACAACATTTGTCTTGATTCGATTCTGTGTAATCTTCGTCGGCAGGTGCCAGGATATGTACCTGCTC 

AAAACT^CGCC^CCTGAACTGCGCCAGAATCTCATGTGCCTGAAGATGGAGTGCACTAGCGCTCTCAAGCTTAAGGATG 

CGCAGGTGCAGCTTGACCTCACGCTTCCCTTTTGCTACGCCGCCACGGTGTCGGCCTAA 

>seq35 [SEQ ID NO: 35] 

ATGTCAAGCTTCAACTCACAGTACTTCTTCTTCGCACTGGAACCCACGTGGTGGTTCTCTATGGGACCTGAGGACATTG 

TGATGCACCAGCTCCTCTCTTTTTTCAGGCTGTGTGGAGCTGCCAGTTACCGGTGA 

>seq36 [SEQ ID NO: 36] 

ATGTGCCAGAGGGAGAGACGATTCACATACCCGCAGATTAGCCACTGCAGGGAATTCTGC^GAGGCTTCACCCT^GTA 
AAGAACCTGGAGGACATGACACAGCTGAGTACAAGGATCTGGCTGAAGCCCTGCCAATGAAGAACTTCAGCTGTCCGGT 
GCTGGAGGAGAGTTTCCTTTACGCAAGCGAAATGAGAGCTTTTCTCAAGCAGCAATTCGATAGTTGGAGGTAG 
>seq37 [SEQ ID NO: 37] 

ATGTCCTGGGTGCTCAAACAGTTTAAGGTAATGCGAGCCAGACCTCAATTCCTGATGGCAACTTCAACACAGGGGGAAT 
GCACCAAGAACTGGAATGTGAGGTGGAAAATATGGGATCTCTCAATGCTGCTTGACTCTCATAACACCTCTTACTTTTA 
CATTTGCGATCCGGTAGTTTAG 
>seq38 [SEQ ID NO: 38] 

ATGCATTGGTCCCAGGTGAAACTGTTGGAGCGCTTCAGTAATAGCAAAGAGACGGGTGCTGAAGATGTGCTAGAAAATG 

CCATGCCTTCTGAAATGGCCTCTACCCTTGGAGAAAGCCCCTAG 

>seq39 [SEQ ID NO: 39] 

ATGGATTCGCCCACGACATTCACAAAGTTCTVCAAACTGGATTT^ 

TATCTCCATTCCAGCAGTTCTGCTTCCCCTTATCCTCTGCCGCACCTGGGCCGCTGGCATGCAATTAA 
>seq40 [SEQ ID NO: 40] 

ATGAGAAAGGATTTGGAGTGCCTCCTGTCCAAAGGCACATCGAATATGCTGAAGAGTTTTCTGATCTGCTGGGGGAAGG 

CTACCCTCCGCTTCTGCGAAGAAATGCCTCTCACCCTTGAGATGGTTCACCTCTACATGGACATCCCTGATGAACGCTG 

GCCTCCCTCTAACCAGCCATTCTTTGGAAAGTTCTACTCGACTTTCTTCAGCCGCCACAGCCCTGGGCCCAAGCTCCAC 

CGCCCTCAGGGTGCAGGAAGGACACAGCTGTCAGAGGTCGTGGGCAACTTGCGGTGGGATCAATACTGTTGGGGCAATC 

CTCAAACGCGCAGGCCCAGTTGA 

>seq41 [SEQ ID NO: 41] 

ATGCCCTGCCTGGGCCGACAGGAACTCGCCCGCGCGGGAGGTGTGCCAGGAAGTGCGGATCGGAGGAAGAAAGCGTTCA 



Replacement Drawing Sheet 5 of 19 
US Application No. 10/763,039 entitled "Alien Sequences" by Smith et al. 
Attorney Docket No. 2003320-0036 

GGTTGGAAGAAGCCAGATATCCCCTGTACATGGAGGGTCTTGGATCTGAGAC^ 

CTCGTTCCGGAGCCCGAGAATGGCCCTGCCCTACCTAAGACTCCGGCCCATCAAGAGAGTCCCCATCATCTGGCGGATA 
GTTTTTCAGAGCCTCCACCCTGGCGAGAAGCCCAGGGAGACGTATGGA 
AGTTCACCCAAGAGTCTGCAAGCCAAAGCTTCACTTGA 
>seq42 [SEQ ID NO: 42] 

ATGACCTTCATGAACGTATGTATAGCCGGGCAAGATGCAACGCAG 

AAGTTC^C^CCTTGGAATGTCGAGTTGAGCTCAAACTCACAGAATTAATGCGCTGTGCGCATAGAGGAAAGGGCACCCG 
TACCACGCGCTGTCTTATCACTGCCGCCTTAATTCTGTGTCCCCCCACCTCCAAAGAATTCGCGTACAACAACTTGCTC 
ATTGCTTCCCACACTTGGGGCAATGATTAG 
>seq43 [SEQ ID NO: 43] 

ATGGCACCGGACAGGTCCACATTCTCTTACCTGTGGGATCCTCAGGATCACCATCAGGACGCCTCCCCTAGTTCTCCAA 
TTGCCAGGGTGTCATCACCTGCCTTCCGGGGTTATGACTCAGAGGACCTCGCATGCAGCCCCCCCTTTCAGAATGCCCA 
GCTTTGGTGCAATTCGAGAAACTCAACTGTAATGCTGTACCTCACACTGTAG 
>seq44 [SEQ ID NO: 44] 

ATGAGCGTGAGGGAACGTGAGGCTTCAGACAAATCTTTCTTTTTGGTCTTTGCATTTTTTTTACGAAGCAGTTTCATTG 

GGTTCATGAGACAGTCTTTGCATAGCTGTGCGAAAGCACGCTGCGCGACGTTCAAGCCCCAGGAACGAATGTGTAACCA 

GCGGACCATGGTTGCCAACGCTCCGGAACCCAGGCTGATGACACTGGTTGTCCGCTTGGTCGGCCATGGCGGTTGCACA 

ATAGTCACTTCTGACCCCCGATCCCCCCAGGGTGAGAAGGCCCAGGATCGCTACAACCTCATTCGGGTGCCCCTGTACC 

CGGCTGCCTACATCCCCTGTTACTACATGAATGTGCTATCCATCTCAAGGGAACTTGAGCTGCTATTGAGCTCAATCCA 

GGTTGAAATGAGACACCCAGTGAGCAACCCGGGACAGTTATACTATATCTCTGGTCAGGTGGATCCCGGCTGTGACAGG 

AGAATTGCCAAGTCGCCTCGGGATGACCAGTCGGGATCTCCCCGGCAGAGAGATGCACCCAGCTACAAGGTTTCCACGT 

TTTACCGGGCTAGCAGAGCTAAGAGTAGACTAAAACGGACAGACCCCAAGAGGACCTCATCCAGTCATTCCACGTTGAT 

TTTGTTTATGCTAATCTTGGACACTTCGAAGTTCATGGTGAAGTCCAGCCGGACTTTCACTCTCCTTCTTCAGGACTTC 

CATTCAGTGACACGGAATCAGAGCTCCAGATTTCAGTTCAGGCGGAATCAGGAAACAGCGAGATCTCCTGGAGTGGCCA 

CTAAGGAGACGGGAGCGTTGACACAGATGTCACCCCTTTCTCCGCAGTACCGCAGAGTGACTGAGTCGTTTTTCTTAGT 

GCACGGTTCTCTCTCTCCACGTCGGTGCCTGGAGCCCTACCCTTTAGCCCAACTGGAGGAAATCCAGAAGTGA 

>seq45 [SEQ ID NO: 45] 

ATGACCTACCTGTGGATGAAGGCGATCAGCAGTCATGCCAAGCTGCCGGCAAACTTCACGATACAGTCATTCTCCCAGT 

GCATTCAGGAAACAACCGCAAGTCCTGATAGAGAACTCCTGACGATGCTGAAGCCCACAAGATCTCAAGAAGAGACGGA 

CCTACTGAATAGACTGTGGCCGGATAACCTCTCTTCTCTGACGGAGATGCCAATCTCCCGTTGTCTGTGCAGAAGCATC 

CGCCCTTACACCTCTTCAGCGGACTCCGTGTCTAAAGAGATGTGCCAGTTTTGGCAGGTGGCCTTTGGCGAGGCTGGCA 

AGCGTGAGGACTGTCCTCTTTACCCCAGGTCAATCCTGTAA 

>seq46 [SEQ ID NO: 46] 

ATGAAATCCTGCGTGGATGAAGAATCAAGTCATTGCTATGGGTCCGCGCGGTGGGAAGCGCTTAAGCAGAGCACGGGTT 

TTTTCGCCACTCGTGAGCGAGAGAGCGGCTTCAAGCAGGATGGGTCCTGA 

>seq47 [SEQ ID NO: 47] 

ATGCTGCTGATGCCAGAGTTGTTAGAAACAAAGGACTCAATGGAAGCCGAATCCAAATTGAAGAGCATCAGCATGCAGA 
AGGCTGAGTTCAAAGAGGGGGGCATTTCTTTAGGAAAACGGCTCACATCGTACCCGAAGGTCCCTCTGGAATCTTGA 
>seq48 [SEQ ID NO: 48] 

ATGTTCGCCTTCTTAGATCTGACTAGTTTCATTCTCGCGGGCCGGGCTTGGTACACTACCTCACCCTCTCCTGACACCG 
AAATCTGGCATTTACCGCCTTCTGGTGCTGAGCTGTGCAAAGCTTGCCTCTTGCGAACCCGCAATGCGACAACAGACTC 
TGAGTACCACACTATTTCCCGGAAGTACTTAATTGACCCCATCTCACAGCTTTCGCTGTTTACCTTAATGCACCTGCTC 
TGA 

>seq49 [SEQ ID NO: 49] 

ATGATGAGCAAGCATCACACCCCAACCACGGTACTCTGCTGC 

TGCTGAACCCAAATC^AAATACCTGGGGCATCATCAACTTGGCCTACAGAAGCATGTGA 
>seq50 [SEQ ID NO: 50] 

ATGAACGACATGCATGCGCTCTTTGCGACCAAAACACGTATCACCGAGAGGGGAAATAAGTTCTTCTCCCAGCCCTCGA 
CCAACTGGAACACGTTCCAGGCAGAGGAGCACTGTCAGTCCCTCAGAGCGCCACTCCGTACCAGCGGTATGTATGGCCC 
CTCATGCTCAGCGTACCTCTTTGATATACTTCTGATCTCGTGA 
>seq51 [SEQ ID NO: 51] 

ATGATGACGCTTGGTTTTGTGGAGGCCCAAATCCACTCTTTACCTCTGACTCTGAGCGTCCTCTGCTGTTTGAAAATGG 
ATCAGATGGGATCCATTGAGCCTGACAGAAAGAAAACCCCAGAGCTCGAGCTGATGCCCGCACTCTTGGCCCCGAGTCG 
TCAGCCAAAGTTCCTGCCAGCGGCGGATCTTCTCCCAGAGGGTGCTCAGACGTCTACCCTCCTCCTGGGTCAGGCAGGT 
TGA 

>seq52 [SEQ ID NO: 52] 

ATGGAAGAGAATGGCCTGGC7VCATTCCTACACTGGGGTGAAGTTACGGGCCAATGACACTGGCTCCCTGGCGCTGCGTA 

AGCAGTCAGATGTCTGTGTTGAGTCCCAGACAGCAAGTGCGTGA 

>seq53 [SEQ ID NO: 53] 

ATGACCTTGTTCCTTTCCGGCCTGTACCCCAAGTGGGCCGTGAGCCAGAGCCACTATCAATCCTGGGAGGGACCCGACA 
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TCGCTGAAGGGACCATCGAGGATCACCTGGAGCGCCTCAAACCGGTCATGAGAGCCTTGATTAATGGTGGGACGTAA 
>seq54 [SEQ ID NO: 54] 

ATGACACAGTACTGGAGGATTTTGATCGTGCTGCGAATTGATCTGCCGGTCTCCTTCCTACAGTTCTATGGAGAGAGCC 
CCCCTCAGTGGTTTTGCCGCCCCAAACGCTGCTTAAAAAGGTCTCGGTCGAACGGACTAAAGGCACGATGCAATTGGCC 
CCCTGTTAGCTCTCGCACCTACATCAAGTTCAAGACAATGTCCTATGCTCTGAAGTGGACACCCTGA 
>seq55 [SEQ ID NO: 55] 

ATGATTGTGTTGAAGTACATCCTCTTGCTGTGTATTTACATAAACCTCCTGGGGTGCAGAAATGCAAAGACTAGCTGTG 
AGTGTCCCAGGCCGACCATTAGGAAGTATGTCAGGCAGCCTTCAATCTCTTGTTACATGCACTGGTGCTGCCATCGGAA 
CACAGGTGAGCAGACTGACAGTGGTCTTACACCCAGGCATGATCGG 

GTTGTCCCGGCAATGGGCAGTTCCGGGGGCCATGAGCCGAACTCATCTGCATACTTATGCTCCAGAGGAATATACTTCA 

GAGACCGGAATGAATGTGCCGAGGGCCTGCTCCACACTTGGCCCCTGGTGTATGACTTCGTGATAGAACTAACACAACG 

GTTCCCTTACAACTCCTCGGGTCACGGCATTGAAGACATAGAATCCTTCAAAAATTGGAACTTGTACCGGACTTTCGTC 

ATCTCGGAGGGCTATAAACTACTGAACATCAAGAGATCACCAAAGTCTGAGTTATGCTCAGGACGTATGGCTTTTTCTT 

TCCTCCGGCTGTTTCTGTTCCACAAGAGACAGCCCCGTGGTAAAATGGCAATGCGCTATGAGGGCAAGTGGATCTTTCG 

TGGGGAAGGCACAGAGAGTGGCGTTGTCCCTCTCAGGGTCGGACTTTCCAAGAGCGCAGGCAAAGATAGGATGTGTCAG 

ACCCCCATGACCTTAGCAACCAAGGGTCGAAATACCCGAGGCCTGCAGGGCTACCGCCTCATCAAGCTGAAGTGTGCTC 

ACCTGTGCCGGATGGATGATCAGGAGAGGGCGGTCCGGGCCATGGCCATCCCATTCAATGGCAAGGGTGGGGTGACACT 

GTCTATGCTGTAA 

>seq56 [SEQ ID NO: 56] 

ATGAAGCTTTGTCCTATGAGGTGGCTAGGCCCGAACAAGCCAAACAACCTCCACCTGTATTTGCCGCCTATGGTCCCAT 

ACCGCCACGGATTGAGGTGCACATTTTTCAAGGCCGACTTCTGCAGGGACCCCTGTTGGACAAATATGTGGCCAATCCT 

CAGGCGAAATCTGATTGCGCAGGCAGGGCTGTACTGTCCGTTTCAGGTCCCACTCCTGGAGATGTCTGATTTCTCCGCT 

AACCGAGAAGAAATCTGGGCTGCCTGA 

>seq57 [SEQ ID NO: 57] 

ATGCCGGTTGCGCGGTATCCCAGTGACAGTCTCAAACTGTCTCTGAAATCCAAGGCCTGGGTGTTCCATCAAAACCCTA 
CTGGGCCCTTCACGACAACCCGGCCCGTCGGCCGCCTGCAGGGGCGGCAGCAGCCCCCCCTTGGAGGTCAGAAGAAGTT 
GGCCGAGGAGCATCCTAGACGCTCCCTGGCCAAACTGAAATCGGCTGGGGCGAGCACTGGGGGACTTAATATTGGGGAT 
GATCGGACCTTCCCGCTGTGCACGTCGGCCTCGCTCAGCAGACCCCTCAACCCTAAGAGTAAACAGAGCAACATTATTT 
GCATCTCCTGA 

>seq58 [SEQ ID NO: 58] 

ATGACAGGTATCTTTTGCTCTTATGCCACTAAAGCTGGAACTGCAATGTCCTTGAGATTGCCCCCTGTAAAGGCCAGCA 
ATGCCTGTGACCTGAGCCCTGGAACATGTCCTCAGGACCTAGATAGTGAAATGATCAATCACCAGTATTGGAATCGCCT 
GCGGCAGATTCAATGCGGTTTGAAATCTATTGACATCTTTGTCAAACTAAGACCTTCTGTCAGCTGA 
>seq59 [SEQ ID NO: 59] 

ATGAAATACCGGTGCTTGGGGCAGCTCACTGCCTCTTACACCATGGCGGAATATTTGGCATTGGCAAAAACAGGATTAT 

TTCCCAATAGGGGTTTTCCTCGCAAGACAGAGGGGACTTGGGAGTCCAGCCTGCCTCAGTCCTTCGAAGATAGGGGAGG 

CTCAGGACGCCTGACCTCACTGCACCAGTTCCCTGATGTGATGGCCAAAGAGGACCGGAAAACCGAGGACTTTGCGGTC 

AGCTCTCTCCCAGAGATCCAGCGCGTCTCCACGGGCCGGCCAGATATGAGATATATGCCGGAATACATTGATAATGGCC 

CCGGCAGCAACTGTGTGTTTTAG 

>seq60 [SEQ ID NO: 60] 

ATGGACGGAGACTCCCACTATCGCACAGGGGGGACCAAGCAGGATACCCTGGTCCAGTACACATTGCTCCCTGAAATTG 
ACTTTTTCGGGGGGATTGCTCAGAATATGATGATCATGCGAGTTGCCAGAACCCCCCCATTTGTTGCAGAACACCGTCA 
GCTTATGCAGGATGGAGGGCCAGAGCAGAGAAATATGGAGGCCCGTGAACCAGCCCACCGGCTCACTAAGGCGATGTAT 
GTGTCATGCAAAGCAGAAGTCAAGGGGATGGTGACGAGCCTCTCTGGGGTGCCGACCTGCGGCCTGCCATCGGAAAAGG 
AGTGA 

>seq61 [SEQ ID NO: 61] 

ATGCAGATGATTGTCCCAAGTGGGGAGACAAAGATGTACCCTCCGCTGGAGGCCCTCCAGGAGGATGACTGTATCCAGG 
CCCAGTGGCTGCACACAACCTCCCAAAGCTTCGATGAGTTAGTGTT^ 
CAAATTCCCTTGCAAAAAGTTCTGCGTCATTTGA 
>seq62 [SEQ ID NO: 62] 

ATGAGCTGCCCTTTTCTTCTTCGTGGCATTCAGATGCCTTCTCTGGAGAGAACCTTCGTGTCAGATCCTGGCTATTCCA 
TCCATTTTGGATCTGAAATGCTTGATGTTGCTCATCTTGCTTCTGGCACAGAGCAAGTCCACTGGGCGACACTAGAATG 
TGACTCGCAGCTCGGAAGGACACTTGAGCCTCTTGAGGAGATCACTCTAAGTTGGGTGTTGTTCCTCCTCAAGTTCTTT 
TCAGAAGACATCTGGAAACTTAAATCCAAAGAACGTTCCGGCGATGACATGCTTGAGA 

TGCTGCCACTGAGACGGCTAGAACAGCTAAGCTTCTATTCCTTCTTCTCTCAGTGTACTGCCCTTCGCCGGAGCAAGAC 

CAGCCCACCAATTCCTCTGTGCGTGTCCCTGGGCAGTTGCCATAAGCAGCAAAGAACCTGGCTGTACAATGCACTGATC 

AAGTACGGGGCTTCGAGGAGAAGGAAGGTCCCCAAGCGGATGCCCATTGAGAGTCCGTTCAGCCTTGATGAGGAGTGTC 

TTCCATTTTCAGTAATGCGGCAAAGGGAGACACGGACAATTGGCCTCACACCCATCATGCAGTTCCTGACCTGTTCGCC 

CGTAAAGAGTGTGGATCCGAGCCGGAGGGCATGA 

>seq63 [SEQ ID NO: 63] 
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ATGATCACTGCCAAAGATGAGACCAGATGTCTGCATTCCTCCCGAGTAGATCGGTATCGGACACTTGCGGACCCGATGT 
CTGAGGAGATGTCGTGTTGCCTCCTGGTTGGGCGCGTTCACGCCAAGGGCCTCTTTGACAAAATTGTCCTAATCCAGAA 
TCCCTTCATCCTCCACGACTTTTTCATGCGGTTCCCTTCTCCCTCCCAGGTACCTCTATATCAGCGCTACAAACAAGAC 
CTTGATAAGGACCTGTGTTCCAGCCTGCCTTGGTACTACAACCCGAAGCTGCGGCAGCGCACTTCGCAGCTCACCTACA 
AGCTCCGCACAATCTCTGTTGGCCCAAGACAAGACCATGGCACGAAGACGTCTCTCCCAATGCTGACTATTACCCAGGT 
GACTGCACTGAGCGACCTGAGAATTTTTTTCTCTGGATTTGGGGAGGACCTCCCCCTGGAGCCCTTTTTCTCACTCCTT 
TCGTGTTATCGGTGCGCTTTCTGGGTTTTACAGTTCCTGCTCTATACAAGGAATGGCCTCAAGTACAGCAAGGCGCATG 
ACAAAGAGTGTCCATGGCCCTTCATGTCCAACTTCCCACATGCCCGGGCCTGTCGGGGTTGGCTGTTTTCGTGCTTCAG 
AAAGACAAGAACTTTACCCTCATTCGACAGCGTGAGGGAGATAGTCTTAGCCTCAAAGTCCTCCGATAGGTACATGAAG 
CATTCAGTGCATCGGAGCTGCAGTTCAACAGAGGGTGCCGAATCCAAGACGAGCCTGGACTGTCTTAATTC^TGCAGA 
AGAAGAAGCGTAGAGATGAAGAATTACTCCAAACAAATGAATTTATGATCTCCTGTGGATCCCTGGCTGTGCAATACCG 
AAGCATCTCCGGGATAATTTATTTGCTCCGGGAGCAGCATTACATGCACCAGACCCGCACCAGT 

GACCAATCGTTCCTGGCTCGGGAGAATCACAATTGGGGGGGTGCCTCTAATGACTACCTCCTGCGCGAGAAGCTGGATG 

GGAAGCGAATGAGAGGCATGATGCTGTCCCAACACAGCGTGGCATGTGGTTTGCAGGGCAAACCC^ 

GTTCAAGCCTTCAGTGAACTTGGCAGAAGAGTTGTCTGTGAAATACACTGGAGCTTTCCTGCGCTCAGACGCCCTGCTA 

CAGCTGGCTCAGGCCGGACTGTGGCCCCAGAAGCCGTACCTGATTTGGAGAATCAGGGTGGAAAAGACCCACGAATGGG 

GCACGGGTGAACTGGCGCTGAGCATGGTCCTGAGCTGCTTAGACTGA 

>seq64 [SEQ ID NO: 64] 

ATGTGCTATCCATCGCCTGACTGGAGAATTGTGATAATAACCCAGTTACTGAATACGAGATGGATCGCAGTCAGGGCAC 
TCTTCATGGCAAGTGGACGCAAGCCTTGTTCAAAGGTGATCCAAGCCGCCATTGCCTCAATGGC^ 

GTCAAAGGCCAGCACATTAGTAGGGTCAGTGATGGAGGGAAGCGAGGACTGCAGTTGCGAGTTTCCTGATATGCCTGGT 

ATTATGGGAGATGTCCCTTCCCCAATGTTCACTCTTGGCATGATCCTGCCATTAACCTTGTTTCAATAA 

>seq65 [SEQ ID NO: 65] 

ATGCTGACACTTTGCATGATCCTCCAGGCCCCGACAAAGAGAATGATGGATGGATCTGAAAGTGGAGTGTTGCAGTTCC 

TGCGGAGTCGCTACTCAGGGTACCTGGGAGATCCCATGGCATTTCTCGAGGATGATTCCAGAAGTAAGCCGACGGAGAG 

AACCGGCCTTCCTGTGGAGATCCACATGATGTCGTTTCTGGAATACCATGGTGAACTGGTCAACTTCTTCTGGCGCAGA 

AGGCAGCTTCAGGACGAAGGACTTTAA 

>seq66 [SEQ ID NO: 66] 

ATGCACAGGCCACTGGGGACTAACAAGGGAAGTGCCCCAGTGGAGGGTTACTCTCGTCGGCCCAGGCCAAAAAAAGAGC 

CAAATTCCCTCGGCCGCATGTTCTGCATCCGCTCAGCTTCGAACACCAATGAGCCTTACACCTTAGATCCTGAAGACTA 

CATGAAAGCAGACGGGAGAGTAACTGTGGTCCCGGGAAGCCCAGCAGGCCTGACATCCAGAAGTTACTTAGAAGCGCCC 

CCAGGGGAACAAACACGGGAGCGGCCCTTAGGCATTTTGGTCCCTTATATGCGAGCCCCGAAGAAATACTCTGACTACC 

TGATGACATTCTGCACGCGTAAGCCCTTCCATAAGTCCCCATGA 

>seq67 [SEQ ID NO: 67] 

ATGC^CTTGC^CTACGATCGCTVTGTTATTTATGCAGCACGAAACGTTGGTTATATCTATTTCGCAGATCAATGACCTCT 

CTTGCACCACGTCACCAGCCACGATGGGCAGGTGCATAACCTGGGGGCCCACGAGGACAACTTTTCTGCTCTTTCGGGA 

GACTGATGTCAGCCACCTGTGTTTGATCAAACAGCTGAGCTTCTTCAGTCAGATCCTGCAGTACAAGCAGCTCATGTCG 

AACATATCGGAGCGCACGGGACGATACATCAGAAGCTACCATCTCTAA 

>seq68 [SEQ ID NO: 68] 

ATGAGGCACTACCCTGCTTGGCAAGCCTCAGCCATGCTCTTTGAGTACACTGGGGATGGTCTCCAGCAGTCCCCTAGTC 

TTCTGAGTCTGGGCTCAATTGCCAATACGGTGATCATACGAACGGACCGGGCCCCACAGGAGCGAACGTCCTGCCATAA 

TGGTGACCTTATCAAGAGTGCCGGCACCTCCCTGCTGGATATGCGAGATCCGCATGTGTCAGCGGAGGGAGTGACTCCC 

TCGAACCTGATGATCTGCAAGACTCCACCCTCTGGTTTCTGCCTGTCTCACTCGGACTGCTCTGGAGAAAAGCAGATGG 

CTCTGAGAATGTCAGCC^GC^ATATCTTTCAGGGTCGGAAAACCCCGGCCTCTCCTTGCCAGTCGACAGCTACCTGCAT 

TCTCTGGTACTCCACCTCAACCCGTGCTGACTATATTCGGCAGTTTTACCTGTGCACCCGAGCGAATGGGCGAGCTCCC 

CGCCAGAACTGCATTGGCATGGGCATACTGTCATTGTATTCTCCGGTCCAGATCGACTCCCCTCCGCCCCAGTGCCCAA 

CACCCCTGTTGAGCCTGGTCGGCCGGGTGACGAGGGAGTCACAGCAGGTTGGGGTGCAACGAGCCCTAATGCTGGGTAC 

GAGCACCCCTCTGCTCAACCGCCGCAAGTAA 

>seq69 [SEQ ID NO: 69] 

ATGCGGATTGATGAAGGGACCCAGGAGGAGTGTGAGCTCTGCGCTCTGGGCACGAAGAGCCCAGCCATCATTTCGCCTC 

GACAGTACAGAATTCGAACTGTGGGTTTCATGCTCAGCTGA 

>seq70 [SEQ ID NO: 70] 

ATGCTATCGGAGGCCTCGAGAGATCGCGTGACGGAAATGGCCATGATGACAGATTCTTATCACCTGCCAACCATGCCTC 

TGGCCCCTGAGTACTCTGGCACGTTTAGGGAAAGCTCTTGGCGAACATCTCCACATGCGATTGATCCAGGCTGGCAGAG 

CGAGGTGTGTGAGCAGCATGATAACCGCTTGAACAGGGAGTCAATCGCTCAGGTCGCTTATCAGAGAGGGATCTGC^ 

AGCAAGAACTGA 

>seq71 [SEQ ID NO: 71] 

ATGTACATGCCGATTTACGAGCCCAAGATGGAGATGTCCGGTCAGCCCAGAATCGAAAAGGCCCATCGGGATGGCMGT 
TAGCGACCCAGCTCTCTTCCGAATATTTCACCGAGAAGGAGCTAGACCTGGTTGACCATGCTGAGTCTTACCCAATGAT 
AGTGGGAGATTTTGGGGGCACGCCCACCAAGAATTCAATACAGACCCCAGGCGGATCGATCTACGGCCTGGCTCAGAGG 
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GACATCAGCTTTAAATTAATGTCC^TGTCCAGCAGTTGGAAGAATGTGGGAAGGTATGCAGCCCCCTTTTGCTTAGGTC 
TCTTTCCGC^CTACGGGAACATGGAACTACGGGAACTTCTGTTTTCCCACATGAAAGCGCGCGAAACCAGAACCACGT^ 
AACCGAGTCTCTGACATCCATCAGACTCAGGTCAGGCTGGTGA 
>seq72 [SEQ ID NO: 72] 

ATGCTGAGATACAGCCGGATGGCCATC^GCAACAGCTTGACCAGGTGGTT^ 

TCCACTTGCAGAACAAGCAGGCAGGCCCTGAAAAACATGGTAACTTCAACCTCTGGGGCCGCATCCGGGAT 

GCGGTGTATCCTGAAGTTCAGCTGGGGAGGAGAGGTTTTTGTTCTTCAATCAAGTTGTTCCTCTGACTCTTTCTCAGTT 

GAGATTGAGTTGGCAGAGGTGAGATTCCTATCCTACCAGAACTCACGGTTGCCAGCGCCACGCACCGACTATCTGAGTG 

CGAGCCGCACTTCTAAAACAAGCTGTTCTCTGCGCGTGTTCATATTGGGACACCAGCTAAACTGCCCTCTGTGCACTGC 

TGCTTCTTTTATTGAAGGGAT^CTATGTAGGAACGATACTGGAGACTACAGCTGGCCGCAAGCGGGCCCCTGTAACTGG 

TCCGCTTATCTGTAA 

>seq73 [SEQ ID NO: 73] 

ATGATTGGAAAAGATGAGATCTATATGCTGTCAAAGGGACATCAGCCAAGACGTAGGACTCTGAAGGCCTCAACCCCCA 

ACCTGGTCAGGCCCAAGCCGCCCTGCACCATCTCTGTGCGGGCCACCTTAATGCTAATCTGGTTTCCCTTCCAGTGCCT 

GATAGCTAAGATGCAGTTGACCCTGGAGACCTGGTCTCCCTGGATTATCTGGCTCAATCTTAAGGGATGGCCCTGCCGG 

ATCCTGCCGCTTATGTACCCATCAAGAAAGTCTGCAGCTGACTACACTGACTCTGTGGAAAACTGA 

>seq74 [SEQ ID NO: 74] 

ATGGGGCTCTGGCGGACCCTGAGGGCCGATGTCAAGAACAGCGATCCATCCCCTTTACAGAAAGGGACGAAAGCTAAGC 

AGGTGGAGAGCCGGAAAATCATGGAGTACGCGCAGACAGAGGGGCACATCACGTTGGAGTAG 

>seq75 [SEQ ID NO: 75] 

ATGGCTCGGAACCTCCTGGGAACAGGACCCTTTTCGCACGAACGCCGGAACCAGCAAAACGCTGAGTTGGGAACTGAGA 
GTATTATCCTTCTGGATGGAGATAGGAGAAGTGCGCGCACATCTGGCAAGAGGTTCAAGAAGGTATCTTATTACTTCCA 
GTGTGACTGCCTGACGCTGTAG 
>seq76 [SEQ ID NO: 76] 

ATGGAGCTTCCCCGCTCCAGTAAGCCTATGACCCCGTATCCTGAGCGCAGCGGGATGGGGCACTGGTGGATTATCTATA 

CCAAGCATTCCTCCAGAGGGTCCTCTAATATGATCTGCTGTGGTCCAGACTCTAGCAAATGA 

>seq77 [SEQ ID NO: 77] 

ATGCTCCAGGACCGCTGCTTCCTCGCAAAGTGCCTCTTATCCAGCATGTTATGCTATTACAAAAAAGGCTTGAGCGAGG 

CTTTTGGCGAACCCAATGAACAGAGCTGCAACATGCGGATGTGA 

>seq78 [SEQ ID NO: 78] 

ATGGAACAAGGACCTGCCCTGGAGGAGGAAAAGTCAGCTTGCCAGAGCCTGACCTTCACGTTTCTGAGTCCCTCGAGAG 
GCAACCAGATGCAGTGGAACTCCCAGGTTGGAAGAAACTGGACTGTACTGGTGCCAAAGGATTGTGCTAGTGTGTTTAA 
GAGTTCCATGAACGGCTGA 
>seq79 [SEQ ID NO: 79] 

ATGCAGCAGCCGTTCGCCAGTTACTCCACCAGTTTCAAGTCAAGTGATCTGGCGACTAACTCCAGCACGCAGCTGGTCT 

GTTCTGGCCATCCCTCGGGACTTCCCTTCGCTTCAATGTTCATTAGGGCTTTGTCGCCCCCTGCGCTGCGTGGCCCCCC 

AAAGCTCGGATCATAG 

>seq80 [SEQ ID NO: 80] 

ATGCTGAGCCGGTTTCTTAAGGCCTTTCTGTTTCGGTGCTTTCAGTGTTCTGAGCGGGAAAAGGTGGTGAAGAAGCTCT 

CAACCATCCAGATTGAGAAGGAGGAGCCGATCGCCCTGTCTTGTGGTAAGGCCCCCCATTCTGACCTGAACCAAGTGCT 

CCCCATGTTTAATTTCGAGTTTTTTCATGGGCTCAACGTGGCCGAGAACCTGGTGTCTGGAACTGCTTCGCAGGAGAAG 

GGACAATGCTGCTATGGTTTCAACAGCAAAGGCCGCTCTGTCCGGGCACTGGAATTCGTGTGTATCAGGGCCTTCAGCA 

ACATCCAATCGGATGACTCCAGTGACGCCCCTTTTGGCCTGGTTTGA 

>seq81 [SEQ ID NO: 81] 

ATGAGCGGGAACCTCCGTATCAACCCATGGCTGACTGCCTGCATCTGTGGGGAAAAGTCGACTCAGTGTGGGCCTGCTA 
AGGCCGCCAAG^CAAACGCTTTCCCAGGGATGAGGCCAGAAAGCGGCTGTA^^ 

AATGATCCTCTCCCCTAAAAGTTGGGTCACGCTGCATGTTGCGAAGAAGCAGGCCCCCACGTGTTGGCTGCTCTCCACC 
GCCAACTTAAAATTCCTTCCATCCCAGTTGCAACCGGAGGCAGATCGAAACTTTTGTAGCTCTGATTACCACCGCACTC 
TCCCTTGTGCGCAGGCTATCTVTCAC^AATTTGGAGCTGAA 

GGCGAAAGCCCTGGAGTTCAACACGATAGTGCCATTGTGCAACTCAGAGGACCGCTTTATTGGGTAG 
>seq82 [SEQ ID NO: 82] 

ATGTCTCCCAACGACATTCAGGTGATTACAGGCTTGCACC^CGCTTGCCAGTGCTTCTCAACACCCTTCGTATGTCTG 

ACAAGGCATTCACTCTTTGCTGCAAGAAGACCAACCCTGGC^GCCTGAAAATGCAGATGCGGAACCGTCAC 

TCAGAAATAG 

>seq83 [SEQ ID NO: 83] 

ATGATGAAGAGGCGAACTCTCTCTCGGATCTGCGACATATGGACAGTGTACGGATGCAGGAAATGTAACCATTACAGAA 
ACACTATTCTTCAGTCCCTGTTTCTCATCTTCTGGATTGAAATTTGTGAGGAGCATTCCCTTCATTCATCACCGAGGCA 
GACCGCCTCCTCCCAGTTCTACTCACCGAGACTCAACTCCTACGAGTAA 
>seq84 [SEQ ID NO: 84] 

ATGGACCGCCCACACATCGTGTCCATGGCCTTTTTGAACTGCGCTTCCTCAGCGGCCATCTTGAAGGGCCATAAAATCC 
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CCCTGCCCATAAAGATCCTGCGCTTCGATCCACTCTCTCAAAGTACTGAATTTCCTCGGGGGTAG 
>seq85 [SEQ ID NO: 85] 

ATGATTTTTCACCTGCTGTGCTTTGCTACACTCGATGTGACCGTGACGCACACAGTGGCCACTGAAGCCTCGAATGGAA 

TGCTGATCACGCCCTCTGAAGAAATCACCAGCACCAGGCCCGTGATATTGTGA 

>seq86 [SEQ ID NO: 86] 

ATGTGTGGCACAGGGGTTAGTTTACCTTCTCAGAT^ 

ACAAGCCGGAACTGTACATTGGCGGGATTGAGGAGAACTACTGCCAGTACAAGGGTCCCATCTGGATCTTCAGGGTGGA 

CCCGCAGTCAGAAGGCCAGCGTCTGAAGTTATGA 

>seq87 [SEQ ID NO: 87] 

ATGATGTTTGAGGCCTGCTGCCCACTCGCGGATTCGCAGGGGAAGAGCAAGTCCAAGGGTCTGAGGAAGGGAGAATCTA 

CCCCGCTTGGAGGGGGGCGGAAGTTCCTGATGCTGTCTACCAGCCTCAGCATCTACTCGTGTATTAACATGGGCCCCAT 

CTCCCTTAACGCACACATTGATGATAACACACTCCATCAGACATTC^TGTCGCGCTC^GTGCTTGAGCGGCTAGTTGGA 

ACCTCTCAAAAGTTCGATACACACCCTCATATGTGTGCTGCAGATGCTCAGTACACAAAGTCTAGACGGTGTGAGCAGG 

CCTTTTGGGCACCCTTGTCGCCTGCGCTTGTTTTCTCCATCCTCTCTCAAGAAATGGGCGACACCCCCAAGAAAAACCG 

GTGTCTGAAGGGTCCCCAGTGCCTCAAGCGCTGTTGTCAAGAGTCCTGCCTCTCTGGTGGCTTTGTAATCTTTGACAAT 

CCAGTCTGCTACTTATGA 

>seq88 [SEQ ID NO: 88] 

ATGAATGCAGAGGACATGCTGGGGAAACACTGCGCTTATGCTTTTTGCACAGTCCCTATCCCGAAGGGAGCTGTGAACT 
TGAAAACCGAGTTTGAGAGTGGCTGTGCGAAGTCTGCCAACGGCAACTCCCGCAAAGACAGTGTTTCAGGTCCATGCCC 
TAAGATGAGGCAGAAGTGGGACTGGGGACCCCGAGAAGGAGTGGCTCGGACAGGAGAATTCTAG 
>seq89 [SEQ ID NO: 89] 

ATGAGAGTGAGGGCACGGCTGTCAATCCCCTTCACCACGAGATCCATGGCCCTTTGCTACCGGAAGTCGGGGGACACCG 
GTTTTGTTGTGCAGAAGGAGCCCCAGGATCGGTACACGGGAAGGAAATGTCAACCCGTACTGATGACCTGA 
>seq90 [SEQ ID NO: 90] 

ATGGAGAAGCTGTCCTGGCGTGCTGGCCTCCTCCACTCTCAGGATGGAATAACCAGGGCCGCCTACCCGGGAAAAGAGC 

AGTCTTCCCGGGGCCGCAATGCGACCTTTTGGACAGCTCAGCCTGACTCCCGGGCGGCCTCTTACTCCCAGCTCTCTGT 

CCAGAAGTATCGAACAACAGCGATGTGCCTGCCTGTGTCCATGTCTAGTAATCTGGTCTCCATGGAGCAGCGGTTCCGG 

CACAAGCTCATCCAGTGGCGGTTGTGTCTGAGAATGTCTAGTCTAACCATTATGTCATAG 

>seq91 [SEQ ID NO: 91] 

ATGTCTTTGACAGATTTTCTTTCTTTCTGTGTTCTGAGAGTAATGGCCAAACATCTCACAGACTATAGGGCCTCAGCTC 

AGCTTGGGTGCTGTGAACAGCAGGCTTCTGCATCCCGACCGGAGGAATGA 

>seq92 [SEQ ID NO: 92] 

ATGACGGCCTTGGGGGCTGCAAGTTATAGCCGTTCTGTTGTCTATGATGGCCATCCGTCTGCGCCAGAGGGTGGGGCCA 

AGCGTGGCAAGCAGGTGAAGCCATGGTTCAAGCAATTGGAATGA 

>seq93 [SEQ ID NO: 93] 

ATGGTGTGGCTCCTACCCCCCTTACCATTGAGCCACTGTAAGAATCCTTTCCTTCGTAAGTGCTTCAAGTTTGAGCGCT 

CGTGTGCAGGAATTTCTTGCTCTGATACGCCGCCCTACTCCTGCCGTCAGGCCGAGAGCTCCACTTCATATTTTTACCC 

ATTCTCAATGACCAGAAGCACCATGACCATCCCAGACCAAACCAAAACCTGCCAGGCGTGTTCTGTGACCCGGTTCCCC 

TCCCGGGAGGAAAAGACCAAGAACCTGATGACATTCTGTTACAAGATGCATCTGCAGATGGTCGGCTATCCGGTCAAAG 

ACACGTTCCTCAAAGAGGCCAAGGACTCTGATTCTTCAGGGACTGAGTTTGAGCTGGTGAATGGGCCACCTTTTTGTGG 

GCTCGGGATTCAGTTGAACTGCTGTTCCCCCAGTGCCTGA 

>seq94 [SEQ ID NO: 94] 

ATGTCCAAGGAGATTCATCTGCCTGTTCTGAGCCGGGCCGGACTCCCTCCGAGTTGTGAGAAGCTTCGAGGCTCCCCCT 
CTGTGCTCTCCATGACATTTGCCTACCCCCTGCCCAAGCGGAGCCACCAGGCAATCGCCACGGCGTCCCGGGAGCTCAT 
GCTAACCTTGGACCCCTCGGCCAAAGGACCGGGGTATTGA 
>seq95 [SEQ ID NO: 95] 

ATGCCCGCGATGGCCACTGGCGCGGAGTGGGCCTCTGCCACACGGATATGCGACCGTTATGCGACTTCCCACGTGAGGC 

GCATGAGATC^GGGGCAAGACTGATCAAACAGGGAGTGGAGCTGATC^GTACCGCCCCACCACTTGCCCCTACATAGC 

CATGGATGCTCGCGACCTTTTGCGACACATTCGGAGCCCCGAATGGGAACCCTACTGCTACTGTCTGACAGCTATCTCA 

AGCTCAAAGAACTATCTTCTGCTGTCCGTCAGGGCCCCTCCATTCTCGC^AAAGAAACGACTTCCCGTGGAGTGGGTCC 

TTCAGTGTACCCCCATCTGCAAGGCCTTTCAAGGGTC^CTTCATAC^AGCTGAACATGTTCTCCTCTTGCGCGCACAC 

TAGCGCTTTGACTTCAAGGGATTGCAAAAAGTCAATCATGAGGCGCAACCATTGCTACTTTTATCCTTTCCTGGATGGA 

GCAGGATTCCCGGGGGCCATTACATGCAAAATCAGAGGATGCATTCTGGGCATGGAGAACTCTCCGGTGGGCCGCCTTA 

ATGGGTGCTGCAAGCAGTCTGTCAGGGATGATGAGACAAAGGCATTCCTGCAGCCCCGTTTGGTCGGGACGTCAATGGT 

GGATTATGTGCCGCTGCAACTATTCTGGGAGCAAGTTCCGCTCCTCAAGTGTTCTCTTAACCCAATAAGCTTGAAAGCC 

GCAGGGACGCAGTGA 

>seq96 [SEQ ID NO: 96] 

ATGTCTTATGACTTACGGTGGCTTCACCGTGGGGCCACA^ 

TGAGAATGGATTTCTGCTGGGTGAAGCAGTCCATGGAGGCCATGGTGGCCATGAAGGACCAGAAAGACGCCTTTTGCTG 
A 

>seq97 [SEQ ID NO: 97] 
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ATGACCAGAAGCTGGGCCCTGGTGCCACCCC^ 
AAGCGAAGAGCAACATACGCTTTGTGTTCTC 

TGCCTGGGCCCAGCCAGCAGGTCGACCGGTCCATCTCATTAAGGGGCAGGAGAAATCTAGGGAAAATTTAGATCCGAGC 

TGTCCCAAACCAAAGGGAGCGGACCGGAGTCTCACAAAGGATGGAACAATGAAGCAACG 

AA 

>seq98 [SEQ ID NO: 98] 

ATGAAGTATGTTTCCCAGGAAGCCCACCTGGTCTATGTTTATATGTATGCGGATCACTACCTCAGCAGTGTGCTGTCTT 

CCCMGATGGGCGCCCCTCAAACTTCATCACGCGCCTGACAAATGCGAGTGAC^AGTGGACTAACAAGACGAAGTCCAT 

GAAGGACAGCTATCAGGGTTTGTGGGAGTTGCCTGGGATCCTGGAGCTGAGAGCACCTGACATGGAGCTGGAACTTCTG 

ACGAATGGGAAAGCCCTGATGGCGATCCGCATGATCMCATGAAGAATTCCCCGCAGGATGCC^^GAGGCCTCGTCT^ 

CGATCATGGCCAAAGTTCCCAGTTTAGTTGTGCCATGCTCCGGCTACTTTGCCTGGCGGCAGAAGGGCTTGGAGCGCAA 

CTTTGATCTGAAAGGCCAAAGTGTCAAATACAGAAAAAATACAGGTCCTGGCCTGTCTCCACCTCAGGTGAGGACCTCC 

TATCAGGAAAACCTGGGGACACCCCTTCTGCCACCAATTCAGATGATGAGCTACCTAGTGATTTCGGACCTCCCCCGGA 

GGTCTAAACGTGATTGCAGGCGGGCCCGTGGAGTCTTTGCCCCACGCGAGGGACTAGCCAAAGAACAGGGGAAAAGCAA 

GCTCCGCGCAGCTTACATTCACAACAAGGGTTTCGAGGGCCTGACTCGTGAACAAGTCCAGGGGTATGCTGAGAGCTGT 

GACGTTCTGCCACAGCAGTAG 

>seq99 [SEQ ID NO: 99] 

ATGGGCACAAAGCCCTTCTCACTCT^GGGAAAGAGCTACAAGC^GCCTAACCTGAAAATGCACCCCCTCGTGCCTCCCT 

TAAACAGATTCTTGTGTCAGGGTGCTGCAGTTGCAGAGCGGAAAATGCGGTAA 

>seql00 [SEQ ID NO: 100] 

ATGAATGGGCTCCTGCACACGACATATAAGGAGAAGACGTCGTATCCGCGTGAGGTGTTTGGGCATAGTGCAGAAATTT 
CCCGCCTGTGTCCTCTGCCTTCCAGTTCCATGGCAACCCCGCCAAATGACGTGAATATGGTGATCCCCCTCAAAAGACG 
TGCGCTGACGAACACCTATGGGTCTGCTTCGATTCGTCAGATGACGCCGATTTACAACCCTACCGTCTCTGCCTGGGTT 
TACTCGAGCCAAGAGGCACTCAAGTGTCGTTACCTGGGCTTCCGGCGGAGAATTGAAATGCCCTTTTGTTTTAGTGGTG 
CGGCCAACAGATCCTACAACTTTTCTGCTAAGGAACGCTTGGGTCACGCACCTGCCTGTATCCGATGGCACAGATATTT 
ATGGATGAACTTGGACATGAAAATGTTGACTGCCCTTCGCATCTGA 
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Figure 2 

>seq960 [SEQ ID NO: 101] | seq posit = 113 | Tm = [67.1886] |GC% = 51 
aaccaatcccatcccaggtgtgcggcgaatcggtcgatctagtcctaattagccggataggaaaacctca 
>seq393 [SEQ ID NO: 102] | seq posit = 59|Tm = [67.4662] |GC% = 51 
aagaacccacgccgtctacatatcgggcacgtgctataacgactcaggagtatttaacgaccgcacggaa 
>seq986 [SEQ ID NO: 103] | seq posit = 36|Tm = [66.6729] |GC% = 50 
acaggtgtcctcaaaccagcctgaaacgttactaggtgaagaatcaccgcggttgtcggtagttaagcga 
>seq535 [SEQ ID NO: 104] | seq posit = 133|Tm = [67.0512] |GC% =50 
acccgcgtacacagtaggcactctacggcgcgtttagcgttaatcaccaattttgcaatagtcaccagag 
>seq581 [SEQ ID NO: 105] | seq posit = 103 |Tm = [66.5507] | GC% = 50 
acggactacctcggccacttcatttggcgacctgcggatattgcttacgaatctcgatcttccggattat 
>seq866 [SEQ ID NO: 106] | seq posit = 9l|Tm = [66.5878] |GC% = 50 
agaagtcgtgtgatcgaggtagcactgggatttacgaaaattgccctaccggtatacgctaggccatacc 
>seq71 [SEQ ID NO: 107] | seq posit = 58|Tm = [66.7385] | GC% = 50 
agcccacatatagcccacgcgggtgtcgacaacatatgtcgtatgcgagtaacgttttcgtttgagatgg 
>seq595 [SEQ ID NO: 108] | seq posit = 59|Tm = [66.7497] |GC% = 50 
atactacttttgggtatgctagctacgtagtacccttcaatagccgtcgcttggtctcttgcgcgtcacg 
>seq35 [SEQ ID NO: 109] | seq posit = 59|Tm = [ | GC% = 66.157] 
catctatctatgtaagttaccggcatgggttatggattcgtggaccgcgatgtgacgtaggggtttccac 
>seq599 [SEQ ID NO: 110] | seq posit = 37|Tm = [66.4969] |GC% = 50 
cattttaccgttaccgggaagcgtgtgtgtctttatttgcgcgtacccagtgttgagaacgacggaacag 
>seq429 [SEQ ID NO: 111] | seq posit = 99|Tm = [66.8714] | GC% = 50 
ccatccgggccataagtttatagtagcgattgttttgcccctaccagcgaatcgcgcccagttagtaatc 
>seq470 [SEQ ID NO: 112] | seq posit = 98|Tm = [67.7815] | GC% = 51 
cccgagcttgcgctagtacgattatgtaccgctatgtcaatttgacgccctcgcactgcggcactttatt 
>seq826 [SEQ ID NO: 113] | seq posit = 27|Tm = [67.2547] | GC% = 51 
ccggctcggtgtcaccgcggaagtacctttgagtatcgcacttatcggctttaacctggacgtaactaaa 
>seql21 [SEQ ID NO: 114] | seq posit = 9l|Tm = [67.1271] |GC%. = 51 
ccttggatgggtaaattccctcgtctacgcgtaacaactgaacgcgtagcgcgacggtctcaggaaatta 
>seqll8 [SEQ ID NO: 115] | seq posit = 94 | Tm = [66.4195] | GC% = 50 
cctttccgtgttactcggccggcaaggacgcctcgtaccatctttgatagatgtatttgcgtaaattcgg 
>seq622 [SEQ ID NO: 116] | seq posit = 131 |Tm = [67.2651] |GC% = 51 
cgcgaccccgactggtagttgcgcgctcgcattaccgagttcacatcgcatgtactacattagagaaata 
>seq33 [SEQ ID NO: 117] | seq posit = 5l|Tm = [66.6602] | GC% = 51 
cggccacaactctcaggacgcatataagacgcggaaaggcatacacgtctacttagagacaccgagactt 
>seq568 [SEQ ID NO: 118] | seq posit = 3l|Tm = [66.9422] |GC% = 51 
ctgcttaaccgttccagaggggcgttcgtatcaaaaagggtgcgatttcgatcacgtcgcagtgactcat 
>seq645 [SEQ ID NO: 119] | seq posit = 63|Tm = [66.3513] | GC% = 50 
gaatggcatcaacggcgctgtacatagtcttctcgcctacataatagcgctagttgataggaaccagggg 
>seq675 [SEQ ID NO: 120] | seq posit = 145|Tm = [66.9231] | GC% = 51 
gagctgcacacccgcagacatcatagtgagtgtaatcacgcacgtgaccagttaacccatttcgtggaga 
>seq799 [SEQ ID NO: 121] | seq posit = 55|Tm = [65.8952] |GC% = 50 
gatggattcacgaacgagcacttagtaacgcctggtactgacatcttattgcacgtagtggagagcctgg 
>seql [SEQ ID NO: 122] | seq posit = 70|Tm = [|GC% = 65.843] 
gcaacgaccagctacctgttaaccgtatatcagagtcgaatgctcgcggtactgttcgaagtactcatcg 
>seq683 [SEQ ID NO: 123] | seq posit = 85|Tm = [66.3914] |GC% = 50 
gcagaattcctaaccatgcaagcgtggcgactcgtctctcgcaaagttctatacgaatcagcgatgggta 
>seq781 [SEQ ID NO: 124]|seq posit = 126|Tm = [ | GC% = 65.787] 
gccctctcgtcccacgttcgctcgtcttgttgacactactgacgggtatccctctaaatacttctctttt 
>seq799 [SEQ ID NO: 125] | seq posit = 236|Tm = [66.3829] | GC% = 51 
gcctcttcgatggggtccgtctggtcagtaccgacgaaaatgcgacggtagatgtcagaattgattctgt 
>seq567 [SEQ ID NO: 126] | seq posit = 117|Tm = [67.3478] | GC% = 51 
gcgggctcttgtgcaaacttatggggctagtgactcgggtgtagcacgttttgcgaagactaagacagta 
>seq610 [SEQ ID NO: 127]|seq posit = 106|Tm = [ | GC% = 66.353] 
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gcgtctatgacaggtcgggcacttaggcggcgacgcttgatgtttgagtcgcagatattagtttataagg 
>seq480 [SEQ ID NO: 128] | seq posit = 7l|Tm = [66.6889] | GC% = 50 
gctatctaacgcggtcttgccaatactacgaatggttgctacaggatatcgagtaccgcaaaatgggggc 
>seq855 [SEQ ID NO: 129] | seq posit = 33|Tm = [66.1915] | GC% = 50 
gggggcaactctccaaccgagcgtgaatccagcgattattatcctactccatactattagcgggtatacg 
>seq892 [SEQ ID NO: 130] | seq posit = 56|Tm = [|GC% = 67.231] 
ggtacgaatctcccattgcatggacaaatatagtccacgcattggacgcacccaccgatggctctccaat 
>seq65 [SEQ ID NO: 131] | seq posit = 3l|Tm = [66.6237] |GC% = 51 
ggtcgtacccaacctgacacgagatgtcggcgctcgtttcgattggacgatcggatatatgatcaagcaa 
>seq435 [SEQ ID NO: 132] | seq posit = 133 | Tm = [ | GC% = 67.453] 
ggttgttccatgtactcgatactacctaggcatcaggtgtatacgccggtttggatgggcgttcggcaaa 
>seq552 [SEQ ID NO: 133] | seq posit = 80|Tm = [66.5367] | GC% = 50 
gtgccaccccaattagtcttttgtccgggccaagagtacgacaacggggtattttggtactatatcccac 
>seq391 [SEQ ID NO: 134] | seq posit = 24|Tm = [66.0311] | GC% = 50 
gttaagggtctcgaaagatttctactctcgacgtaccgttggcagcgcactaagaacgggtaatgtgctg 
>seq886 [SEQ ID NO: 135] | seq posit = 144 | Tm = [67.8701] | GC% = 51 
gttaggcacttgcgcgtcaagcgcgcaaaccctaattacgttctgtccacgcgctagggatattcgtata 
>seq80 [SEQ ID NO: 136] | seq posit = 117 | Tm = [66.4445] | GC% = 50 
taagatgcctgacgaaaaagtcccgtgtacccacaacggaaagcgtgatctagatagttcccttagcgcc 
>seq732 [SEQ ID NO: 137] | seq posit = 53|Tm = [67.4631] | GC% = 51 
taattttgggttgtcgaggcataaactggtatgctcgtctcgctcgacgagcggttgaacgcctatcgct 
>seq597 [SEQ ID NO: 138] | seq posit = 84 | Tm = [|GC% = 66.526] 
tattggccgcggcgctaacttatatcgagagatgtctagtttccccacccgttacatattctacggggag 
>seq534 [SEQ ID NO: 139] | seq posit = 134 | Tm = [67.5222] |GC% = 51 
tattttccggtactgagtggaacgacatgaagttggcggtcaggtcgttatttcgcagccacgcaccact 
>seq860 [SEQ ID NO: 140] | seq posit = 43|Tm = [66.5685] | GC% = 50 
tcagatgtcgttattaacgggaaggtatccggttcactatcacggcgattacttcgcgttgcgaaagggc 
>seq501 [SEQ ID NO: 141] | seq posit = 65|Tm = [67.1596] | GC% = 51 
tccggctccgcagacggtttaactcgaaccttaaaagtcgtgtgaagctacttcgagaccatgcgctctt 
>seq775 [SEQ ID NO: 142] | seq posit = 54|Tm = [67.0808] | GC% = 50 
tctgttacccacattgtcaccacttgacaggcgcacggtcgtttgtaaagcgactagctacgcaggtata 
>seq49 [SEQ ID NO: 143] | seq posit = 30|Tm = [67.6598] | GC% = 51 
tggagatgcgaacgttgggagtatcaatccccggtgcaaccccctaatccgacatgccgcaagtatatat 
>seq554 [SEQ ID NO: 144] | seq posit = 103|Tm = [67.6507] | GC% = 51 
tgggcgcctagagccagcatattacaggcgagctgttttcgcgtctctaatgacgtgtacgcgattctat 
>seq983 [SEQ ID NO: 145] | seq posit = 52|Tm = [66.6572] | GC% = 50 
tgtagacagggcgcgattgtatgggacagtttacgcactaaccgactctacaatgtagtgtttgtcgggc 
>seq631 [SEQ ID NO: 146] | seq posit = 32|Tm = [|GC% = 67.493] 
ttccgcatgagatcaacgcgtggtcaatacgtgttaagaaccggtcgacgccagctagacctaatgcgtt 
>seq397 [SEQ ID NO: 147] | seq posit = 120|Tm = [67.7733] | GC% = 51 
tttcgactgggggtacaaagctccctatttgccgttcacgaagctacatactggtctagcgcgtgcacaa 
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Figure 3 
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Figure 4 
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Figure 5 
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Figure 6 



Alien Gene A (321 bp) [SEQ ID NO: 148] A 

T7 promoter A042 9 

5 1 TTCTAATACGACTCACTATAGGG | CC ATC CGGGCCATACGTTTATAGTAGCG ATTGTTTG C CCCTACC AGCGAATCG CGC 

A0732 

CCAGTTAGTAATC | TAATTTTGGGTTGTCGAGGCATA^ 

A0552 

CT | GTGCC ACC CCAATTTGTCTTTTGTCCGGGC C AAG AGTACGAC AACGGGGTA TITI 'GGTACTATATC CC AC | GCGGGCTC 
AOS 6 7 

TTGTGCAAACTTATGGGGCTGGTTACTCGGGTGTAGCACGTTTTGCGAAGACTACGACAGTA | AAAAAAAAAAAAAAAAAAA 



Alien Gene B 1322 bp) [SEQ ID NO: 149] 



B 



T7 promoter A03 5 

5 * TTCTAATACGACTCACTATAGGG | C ATCT ATCT ATGTC AGTTACCGG C ATGGGTTATGG ATTCGTGG ACCG CG ATGTG AC 

AO860 

GTTGGGGTTTCCAC | TCAGATGTCGTTATTATCGGGAAGGTATCCGGTTCACTATCACGGCGATTACTTCGCGTTGCGAAAG 

A0732 

GGC | TAATTTTGGGTTGTCGAGGCATAAACTGGTATGCTCGTCTCGCTCGACGAGCGGTTGCACGCCTATCGCT | TCCGCAT 
A0631 

GCGATCAACGCGTGGTCAATACGTGTTTAGAACCGGTCGACGCCAGCTTGACCTACTGCGTT | AAAAAAAAAAAAAAAAAAAA 



. [SEQ ID NO: 150] ^ 

Alien Gene C (322 bp) L ^ J \^ 

T7 promoter A0781 
5 ' TTCTAATACGACTCACTATAGGG | CCCTCTCGTCCCACGTTCGCTCGTCTTTGTTGACACTACTGACGGGTATCCCTCTAA 

A0391 

ATACTTCTCTTTT | GTT AAGGGTCTCGAAAGATTTCTACTCTCGACGTACCGTTGGC AG CGCACTAAG AACGGGTAATGTG C 

A0534 

TG | TATTTTC CGGTACTGAGTGG AACGACATG AAGTTGGCGGTCAGGTCGTTATTTCGCAG CCACGCACCACT | CGGCCACA 
A033 

ACTCTCAGG ACG CATATAAG ACG CGG AAAGGC ATACACGTCTACTTAGAG ACACCG AGACTT | AAAAAAAAAAAAAAAAAAAA 
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